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Figure S1
Human Length: 804 Identity: 732/804 (91.0%) Similarity:
748/804 (93.0%) Gaps:
27/804 ( 3.4%) Score: 3787.0 ':' for a similarity which scores more than 1.0 '.' for any small positive score '|' for an identity where both sequences have the same residue regardless of its score space for a mismatch or a gap 751 DTDGDFDLEDTMDVARRVEELLGRPMDS---QWIPHAQS---------786 Figure S1 . Protein alignment of human or murine STAT5A and STAT5B. Alignment and visualization were done using EMBL-EBI search and sequence analysis tools [1] .
